Additional material

Materials and Methods

Genetic diversity and genetic differentiation
To assess genetic diversity at the population level (reference tree populations), within- and among-population genetic parameters were evaluated by different approaches. Expected heterozygosity (HE) (Nei 1973) were calculated using GeneAlEx v6.5 (Peakall & Smouse 2006, Peakall & Smouse 2012; Tab. S1). As an assessment of allelic richness through measuring allele frequencies must consider variation in population sizes, allelic richness (AR) and the number of private alleles (PA) were computed using the rarefaction method with HP-RARE software (Kalinowski 2005; Tab. S1). The inbreeding coefficient (FIS) for each population was obtained by computing a hierarchical AMOVA using Arlequin v3.5.2.2 (Excoffier & Lischer 2010), and its statistical significance was determined by a non-parametric approach using 1,000 permutations (Tab. S1; Tab. S2). Population differentiation (FST) was calculated in GeneAlEx v6.5 (Peakall & Smouse 2006, Peakall & Smouse 2012; Tab. S3).


Table S1 - Genetic indices computed on reference samples.

	label
	N
	AR
	PA
	HE
	FIS

	VDS
	23
	10.3
	1.1
	0.76
	0.20

	SNV
	21
	8.3
	1.0
	0.73
	0.14

	SIM
	31
	10.1
	1.3
	0.80
	0.22

	SSB
	34
	10.8
	2.4
	0.77
	0.20


N = Total number of sampled individuals; AR = allelic richness; PA = number of private alleles with rarefaction; HE = expected unbiased heterozygosity; F = fixation index for each sampled reference population


Table S2 – Analysis of molecular variance (AMOVA) of the four reference populations. 

	Source of variation
	Df
	Variance
components
	% variation
	F-statistic

	Among populations
	3
	0.035
	2.3
	Fst
	0.03

	Among individuals within populations
	105
	0.292
	19.1
	Fis
	0.19

	Within individuals
	109
	1.206
	78.6
	Fit
	0.21

	Total
	217
	2.431
	100
	
	




Table S3 – Population pairwise FST. *** indicate significant differences (p<0.05).

	
	VDS
	SNV
	SIM
	SSB

	VDS
	-
	
	
	

	SNV
	0.003
	-
	
	

	SIM
	0.032 ***
	0.046 ***
	-
	

	SSB
	0.048 ***
	0.068 ***
	0.037 ***
	-



